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Single component-type domain architectures
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Fusions of HTHs to enzymatic domains
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Two component-type domain architectures
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Architectures of non-HTH transcription factors

Histidi oF. ATP
cAET e ) [

Ros Aave 0500 NrdR CarD
Oceanibulbus indolifex Acidovorax citrulii Escherichia coli Myxococcus xanthus
Architectures and Operons Architectures and Domain organization
of prokaryotic homologs of the Myb domain of the unique Paenibacillus/Geobacillus
two component system
AraC-like
R AT e L
Ava_C0208 BACOVA_03895 Pjdr2_5068
Anabaena variabilis Bacteroides ovatus Paenibacillus sp.
@D SF helicase HTH ~ HTHHTAHTAHTAHTH SR v iy
Strop_1592 Nd049 Pidr2_5068
Salinispora tropica Pseudomonas sp. Nd6
3 ;:"g;ylas PBP-Il BPD-like BPD-like CACHE+HISKIN>
transporter, transporter,

Vibrio cholerae Pjdr2_5958

Paenibacillus sp.



	Page 1

