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Hit list of Dali Search using MIF (PDB:1gd0) as query.
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185: 4osf-C 22.
186: 4osf-B 22.
187: 1mfi-B 22.
188: 3b9s-A 22.
189: 4wr8-H 22.
190: 1mfi-C 22.
191: 3smc-B 22.
192: 5hvs-C 22.
193: 2gdg-B 22.
194: 4wr8-J 22.
195: 4wr8-D 22.
196: 4wr8-G 22.
197: 3smb-B 22.
198: 3dji-E 22.
199: 4xx8-B 22.
200: 4xx8-A 22.
201: 5hvv-B 22.
202: 5hvv-C 22.
203: 4grp-A 22.
204: A4grp-C 22.
205: 4plu-B 22.
206: 4z1t-B 22.
207: 5hvv-A 22.
208: 4grp-B 22.
209: 4gro-H 22.
210: 4gro-G 22.
211: A4gro-F 22.
212: 4grr-C 22.
213: 4wr8-0 22.
214: 4wr8-L 22.
215: 4pkk-C 22.
216: 3wnt-A 22.
217: 4wr8-C 22.
218: 4z1u-C 22.
219: 4wr8-1 22.
220: 4pkk-A 22.
221: 4z1u-D 22.
222: 4z1lu-A 22.
223: 4grg-A 22.
224: 4grn-B 22.
225: 1gif-C 22.
226: 1gif-A 22.
227: 3wnt-B 22.
228: 4f2k-C 22.
229: 4zlu-F 22.
230: 1mff-C 22.
231: 4pkz-A 22.
232: A4gro-E 22.
233: 4osf-A 22.
234: 4pkk-B 22.
235: 4gro-A 22.
236: 4gro-C 22.
237: 4gro-B 22.
238: 4gro-D 22.
239: 1gif-B 22.
240: 4f2k-B 22.
241: 4f2k-A 22.
242: 4wr8-R 22.
243: 4z1u-E 22.
244: 4z1lu-B 22.
245: 3dji-D 22.
246: 4pkz-B 22.
247: 4wr8-F 22.
248: 3wnt-C 22.
249: 1mfi-A 22.
250: 4z15-C 22.
251: 4z15-B 22.
252: 4z15-A 22.
253: 1mif-C 22.
254: 1mif-B 22.
255: 1mif-A 22.
256: 1uiz-C 22.
257: 1uiz-D 22.
258: 1luiz-A 21.
259: 1uiz-B 21.
260: 3b9s-C 21.
261: 1hfo-A 20.
262: 20s5-C 20.
263: 3rf5-C 20.
264: 3rf4-C 20.
265: 3rf4-B 20.
266: 3rf5-B 20.
267: 1hfo-C 20.
268: 1hfo-D 20.
269: 1hfo-E 20.
270: 3rf4-A 20.
271: 3rf5-A 20.
272: 1hfo-F 20.
273: 20s5-A 20.
274: 20s5-B 20.
275: 20s5-D 20.
276: 1fim-A 20.
277: 2xcz-A 19.
278: 1hfo-B 19.
279: 4gum-C 19.

114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 89  MOLECULE: PROTEIN (MACROPHAGE MIGRATION INHIBITORY FACTOR);
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 89  MOLECULE: PROTEIN (MACROPHAGE MIGRATION INHIBITORY FACTOR);
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 89  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
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114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 118 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 116 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
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113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 116 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 116 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 115 100  MOLECULE: GLYCOSYLATION-INHIBITING FACTOR;

114 115 100  MOLECULE: GLYCOSYLATION-INHIBITING FACTOR;

114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 89  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
112 112 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 117 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 115 100  MOLECULE: GLYCOSYLATION-INHIBITING FACTOR;

114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 89  MOLECULE: PROTEIN (MACROPHAGE MIGRATION INHIBITORY FACTOR);
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 115 68  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 115 68  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 115 68  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 115 68  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 100  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 41  MOLECULE: MIGRATION INHIBITORY FACTOR;

118 118 32  MOLECULE: ACEMIF;

116 116 33  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
115 116 33  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
115 116 33  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
115 116 33  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 41  MOLECULE: MIGRATION INHIBITORY FACTOR;

113 113 41  MOLECULE: MIGRATION INHIBITORY FACTOR;

113 113 41  MOLECULE: MIGRATION INHIBITORY FACTOR;

116 116 33  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
116 116 33  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
113 113 41  MOLECULE: MIGRATION INHIBITORY FACTOR;

116 118 33  MOLECULE: ACEMIF;

118 118 32  MOLECULE: ACEMIF;

118 118 32  MOLECULE: ACEMIF;

103 103 87  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
114 114 34  MOLECULE: POSSIBLE ATLS1-LIKE LIGHT-INDUCIBLE PROTEIN;
110 113 41  MOLECULE: MIGRATION INHIBITORY FACTOR;

108 112 99  MOLECULE: MACROPHAGE MIGRATION INHIBITORY FACTOR;
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3kan-C
4gum-H
4q3f-A
4q3f-C
3kan-A
1dpt-A
3kan-B
4q3f-B
1dpt-C
1dpt-B
4gum-1
4gum-F
3ker-A
3ker-B
3ker-C
3ker-D
4gum-E
4gum-D
3gac-A
3gac-C
3gad-F
3gad-C
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3gad-D
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3gac-E
3gad-A
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4gum-A
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3gad-B
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1vws-j
1vw6-B
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1vwe-F
1vw6-3
1vw5-h
1vw5-F
1vw5s-L
1vw5-R
1vw5-D
1vw5-r
1vw5-B
1vw6-z
1vwe-1
1vw6-N
1vw6-R
1vw6-H
1vw5-N
1vws5-T
1vwe-L
1vwe-F
1vws-v
1vws-1
3b64-A
1vw5-Z
1vw6-9
1vwe-V
1vw6-5
1vws-d
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1vwé-d
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D-DOPACHROME TAUTOMERASE;
MACROPHAGE MIGRATION INHIBITORY
D-DOPACHROME DECARBOXYLASE ;
D-DOPACHROME DECARBOXYLASE;
D-DOPACHROME TAUTOMERASE ;
D-DOPACHROME TAUTOMERASE ;
D-DOPACHROME TAUTOMERASE;
D-DOPACHROME DECARBOXYLASE;
D-DOPACHROME TAUTOMERASE ;
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MACROPHAGE MIGRATION INHIBITORY
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MACROPHAGE MIGRATION INHIBITORY
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INTEGRON GENE CASSETTE PROTEIN;
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ACID DEHAL
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TPA_INF: SACCHAROMYCES CEREVISIAE S288C CHROMOSOM
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PUTATIVE NUCLEOTIDYLTRANSFERASE, HYPOTHETICAL PRO
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3j3a-D
2dhm-A
lgax-A
4kzy-D
1vx5-D
4bpn-C
4bpo-C
4bpp-C
5k0y-g
4w28-D
5fIx-D
2gy9-C
1vxz-D
3zey-X
3j38-D
2xzm-C
3hbb-B
3kjs-D
4pui-B
30fx-C
30aqg-C
2gyb-C
3ils-C
4ug4-D
4ug5-D
4cxc-D
4qjt-c
3k2h-B
3clb-A
4pug-A
4pui-A
3j6d-m
3r8n-C
3ilm-C
3ofa-C
3uoq-C
3ora-C
3o0fp-C
3i21-C
3oar-C
1vw9-E
4d61-D
4gd1-C
4w2a-C
4w2c-C
4nvy-C
3clb-B
1gyx-A
1gyy-A
1hnx-C
3j18-C
3sfs-C
4gd2-C
3ilz-C
3ofo-C
3jyv-C
3j20-C
lgyj-A
2gbd-C
4gas-C
4kbt-C
2aw7-C
1v9j-A
lvla-A
3ux3-A
3h90-B
3h90-D
lgyj-B
3ago-D
2gbj-C
2gbh-C
2z4k-C
2z4m-C
3jOx-F
3izb-B
20ip-C
2ivy-A
3h90-A
3h90-C
4gaq-C
2qoy-C
2gqp0-C
4adv-C
4a2i-C
2i2p-C
3df1-C
3ago-C
3j1x-1
302e-A
3ago-B
3j1z-P
2qou-C
3fih-C
3hj3-D
lega-A
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107
425
227
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205
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86
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94

85
148
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76
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113
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76
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206
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220
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206
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ELONGATION FACTOR 2;
PROTEIN BOLA;

PROTEIN (3-HYDROXY-3-METHYLGLUTARYL-COENZYME A
40S RIBOSOMAL PROTEIN SA;

18S RIBOSOMAL RNA;

TRANSLATION INITIATION FACTOR EIF-1A FAMILY PROTE
TRANSLATION INITIATION FACTOR EIF-1A FAMILY PROTE
TRANSLATION INITIATION FACTOR EIF-1A FAMILY PROTE
RNA (75-MER);

18S RIBOSOMAL RNA;

18S RRNA;

16S RIBOSOMAL RNA;

40S RIBOSOMAL PROTEIN SO;

40S RIBOSOMAL PROTEIN S4, PUTATIVE;
ELONGATION FACTOR 2;

RIBOSOMAL PROTEIN S28E CONTAINING PROTEIN;
DIHYDROFOLATE REDUCTASE-THYMIDYLATE SYNTHASE;
DIHYDROFOLATE REDUCTASE-THYMIDYLATE SYNTHASE;
SUFE-LIKE PROTEIN, CHLOROPLASTIC;

16S RRNA;

16S RRNA;

16S RIBOSOMAL RNA;

30S RIBOSOMAL PROTEIN S2;

18S RRNA;

18S RRNA;

18S RRNA;

E-SITE TRNA;

DIHYDROFOLATE REDUCTASE/THYMIDYLATE SYNTHASE;
DHFR-TS;

BOLA LIKE PROTEIN;

SUFE-LIKE PROTEIN, CHLOROPLASTIC;

PROTEIN PRGH;

16S RRNA;

30S RIBOSOMAL PROTEIN S2;

16S RRNA;

16S RRNA;

16S RRNA;

16S RRNA;

30S RIBOSOMAL PROTEIN S2;

16S RRNA;

18S RIBOSOMAL RNA;

18S RRNA;

16S RRNA;

16S RIBOSOMAL RNA;

16S RIBOSOMAL RNA;

16S RIBOSOMAL RNA;

DHFR-TS;

HYPOTHETICAL PROTEIN YDCE;

HYPOTHETICAL PROTEIN YDCE;

16S RIBOSOMAL RNA;

16S RIBOSOMAL RNA;

16S RRNA;

16S RRNA;

30S RIBOSOMAL PROTEIN S2;

16S RRNA;

18S RRNA;

16S RRNA;

HYPOTHETICAL PROTEIN YDCE;

16S RRNA;

16S RIBOSOMAL RNA;

30S RIBOSOMAL PROTEIN S2;

16S RIBOSOMAL RNA;

BOLA-LIKE PROTEIN RIKEN CDNA 1110025L05;
HYDROPEROXIDE RESISTANCE PROTEIN OSMC;

MIP18 FAMILY PROTEIN FAM9GA;

FERROUS-IRON EFFLUX PUMP FIEF;

FERROUS-IRON EFFLUX PUMP FIEF;

HYPOTHETICAL PROTEIN YDCE;

PROBABLE SECDF PROTEIN-EXPORT MEMBRANE PROTEIN;
16S RRNA;

16S RRNA;

16S RRNA;

16S RRNA;

16S RIBOSOMAL RNA;

40S RIBOSOMAL PROTEIN RACK1 (RACK1);

CHAIN A, CRYSTAL STRUCTURE OF DHFR;
HYPOTHETICAL PROTEIN SS01404;

FERROUS-IRON EFFLUX PUMP FIEF;

FERROUS-IRON EFFLUX PUMP FIEF;

16S RIBOSOMAL RNA;

16S RRNA;

16S RRNA;

16S RIBOSOMAL RNA;

16S RIBOSOMAL RNA;

16S RIBOSOMAL RNA;

16S RIBOSOMAL RNA;

PROBABLE SECDF PROTEIN-EXPORT MEMBRANE PROTEIN;
PROTEIN PRGH;

BOLA-LIKE PROTEIN;

PROBABLE SECDF PROTEIN-EXPORT MEMBRANE PROTEIN;
CATION EFFLUX FAMILY PROTEIN;

16S RRNA;

30S RIBOSOMAL PROTEIN S10;

CHAIN A, CRYSTAL STRUCTURE OF DHFR;

PROTEIN (GTP-BINDING PROTEIN ERA);
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2xzn-C
3j13-E
2pn2-A
4puh-A
4puh-B
2mma-B
3elc-0
3j10-F
3nrr-B
2ykr-C
3ela-0
3j0z-F
11ql-A
5j7r-B
2mm9-A
4kzz-D
3jou-F
1kkg-A
S5lci-A
1th5-A
3j60-D
2wwl-C
1mi8-A
3w64-D
3w64-A
4alz-A
3wsy-B
3w65-A
3w5x-A
3w62-A
3izw-G
2kdn-A
1vmb-A
1n2f-A
3tr3-B
3w61-A
2dyj-B
3w63-A
3w64-B
4kzx-D
3jov-F
4rho-B
3ouy-A
3w64-C
4nw0-C
3iz6-B
1zg9-A
3e80-B
2gfi-B
3h3w-E
3tr3-A
3h3w-G
3h3w-1
3wsy-A
4ujp-E
3h3w-F
3h3w-D
1sej-E
1sej-C
1sej-D
2xrl1-B
2zze-A
2ec2-E
21pi-A
3h2t-A
2qfi-A
3h3w-A
3j7a-D
3h3w-C
3hb8-A
3h9k-D
3ejl-A
3hj3-C
3j1z-Q
3ihh-B
3ihh-E
3ejl-C
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232
137
81
81

206
232
503
206
206
232
141
149

93
227
232
108

88

74
208
206
131

82

81
194

80

83

80

79
232
108
107
142

81

80

90

79

81
227
232
257
441

78
206
208
305
101
286
326

78
326
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80
223
324
324
519
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611
744
129
137
326
286
326
157
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281
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283
512
296
287
287
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RIBOSOMAL PROTEIN S28E CONTAINING PROTEIN;
16S RIBOSOMAL RNA;

UNCHARACTERIZED PROTEIN;

AT5G09830;

AT5G09830;

MONOTHIOL GLUTAREDOXIN-S14, CHLOROPLASTIC;
A/T, P AND E-SITE TRNAS;

16S RIBOSOMAL RNA;

DIHYDROFOLATE REDUCTASE-THYMIDYLATE SYNTHASE;
16S RRNA;

A/T, P AND E-SITE TRNAS;

16S RIBOSOMAL RNA;

OSMOTICAL INDUCIBLE PROTEIN C LIKE FAMILY;
PUTATIVE LIPOPROTEIN;

BOLA2;

40S RIBOSOMAL PROTEIN SA;

16S RIBOSOMAL RNA;

RIBOSOME-BINDING FACTOR A;

BOLA-LIKE PROTEIN 1;

NIFU1;

40S RIBOSOMAL PROTEIN S24E;

16S RIBOSOMAL RNA;

HYPOTHETICAL PROTEIN (CRP REGION);
MAGNETOSOME PROTEIN MAMM;

MAGNETOSOME PROTEIN MAMM;

YOP PROTEINS TRANSLOCATION PROTEIN D;
MAGNETOSOME PROTEIN MAMM;

MAGNETOSOME PROTEIN MAMM;

MAGNETOSOME PROTEIN MAMM;

MAGNETOSOME PROTEIN MAMM;

16S RIBOSOMAL RNA;

PUTATIVE UNCHARACTERIZED PROTEIN PFEO790C;
30S RIBOSOMAL PROTEIN S6;

ORGANIC HYDROPEROXIDE RESISTANCE PROTEIN;
BOLA;

MAGNETOSOME PROTEIN MAMM;

RIBOSOME-BINDING FACTOR A;

MAGNETOSOME PROTEIN MAMM;

MAGNETOSOME PROTEIN MAMM;

40S RIBOSOMAL PROTEIN SA;

16S RIBOSOMAL RNA;

UNCHARACTERIZED PROTEIN;

CCA-ADDING ENZYME;

MAGNETOSOME PROTEIN MAMM;

16S RIBOSOMAL RNA;

40S RIBOSOMAL PROTEIN RACK1 (RACK1);
PROCARBOXYPEPTIDASE B;

UNCHARACTERIZED PROTEIN WITH ERREDOXIN-LIKE FOLD;
FERROUS-IRON EFFLUX PUMP FIEF;

BASEPLATE STRUCTURAL PROTEIN GP6;

BOLA;

BASEPLATE STRUCTURAL PROTEIN GP6;
BASEPLATE STRUCTURAL PROTEIN GP6;
MAGNETOSOME PROTEIN MAMM;

18S RRNA;

BASEPLATE STRUCTURAL PROTEIN GP6;
BASEPLATE STRUCTURAL PROTEIN GP6;
BIFUNCTIONAL DIHYDROFOLATE REDUCTASE-THYMIDYLATE
BIFUNCTIONAL DIHYDROFOLATE REDUCTASE-THYMIDYLATE
BIFUNCTIONAL DIHYDROFOLATE REDUCTASE-THYMIDYLATE
CLEAVAGE AND POLYADENYLATION SPECIFICITY FACTOR 1
ALANYL-TRNA SYNTHETASE;

136AA LONG HYPOTHETICAL TRANSPOSASE;

MAJOR AMPULLATE SPIDROIN 1;

BASEPLATE STRUCTURAL PROTEIN GP6;
FERROUS-IRON EFFLUX PUMP FIEF;

BASEPLATE STRUCTURAL PROTEIN GP6;

18S RIBOSOMAL RNA;

BASEPLATE STRUCTURAL PROTEIN GP6;
THYMIDYLATE SYNTHASE;

THYMIDYLATE SYNTHASE;

THYMIDYLATE SYNTHASE;

CHAIN A, CRYSTAL STRUCTURE OF DHFR;

CATION EFFLUX FAMILY PROTEIN;

THYMIDYLATE SYNTHASE;

THYMIDYLATE SYNTHASE;

THYMIDYLATE SYNTHASE;



