	
	
	2
	3
	4
	6
	7
	8
	9
	10
	11
	12
	21
	33
	37
	39
	43
	46
	47
	52
	53
	54
	55
	58
	59
	60
	61
	62
	64
	65
	66
	69
	70
	72
	73
	74

	4-OT
	1OTF
	P2
	I3
	
	Y7
	I9
	
	
	
	
	R12
	
	
	
	
	
	
	
	
	R39
	
	L42
	
	M46
	
	
	
	
	F51
	
	
	
	K60
	
	

	
	1BJP
	P1
	I2
	
	H6
	I7
	L8
	
	
	
	R11
	
	
	L31
	
	P34
	
	S37
	
	R39
	
	M45
	
	
	
	
	
	
	F50
	
	
	
	R61
	
	

	
	2FM7
	P1
	I2
	
	H6
	I7
	R8
	
	
	
	R11
	
	
	
	L31
	A33
	
	
	
	R39
	
	M45
	
	
	
	
	
	
	F50
	
	
	
	A57
	
	


	
	1GYY
	P1
	
	
	F8
	P9
	
	
	
	
	R10
	
	
	
	S34
	K35
	S37
	S38
	
	
	
	
	
	
	
	
	
	
	W51
	
	
	
	E58
	
	

	MIF
	1CA7
	P1
	M2
	
	
	
	
	
	
	
	
	
	
	
	K32
	P33
	
	Y36
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	1CA7
	
	
	
	
	H62
	S63
	I64
	
	
	
	
	
	
	
	
	
	
	Y95
	I96
	N97
	
	M101
	
	
	
	
	V106
	W108
	
	
	
	
	
	F113

	
	2OS5
	P1
	M2
	
	
	
	
	
	
	
	
	
	
	
	K32
	P33
	
	R36
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	2OS5
	
	
	
	
	E62
	S63
	I64
	
	
	
	
	
	
	
	
	
	
	I95
	I96
	T97
	
	L101
	
	
	
	
	V106
	F108
	
	
	
	
	
	

	CHMI
	1OTG
	P2
	H3
	
	
	
	
	
	
	
	
	
	
	
	F35
	P36
	
	G39
	
	R41
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	1OTG
	
	
	
	
	
	
	G69
	
	
	R72
	
	
	
	
	
	
	
	
	
	
	
	
	L101
	
	
	
	N115
	
	K117
	
	N119
	
	H122
	

	CAAD
	2FLT
	P1
	
	
	
	
	
	
	
	
	
	
	H28
	
	T34
	
	
	L38
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	2FLT
	
	
	
	
	
	H69
	R70
	
	
	R73
	
	
	
	
	
	
	
	
	
	
	
	
	
	P108
	A109
	Q110
	
	M112
	
	
	
	
	
	

	MSAD
	2AAL
	P1
	
	
	
	
	
	
	
	
	
	
	
	
	V33
	P34
	N37
	D38
	
	Y40
	
	
	
	
	
	
	
	
	
	
	
	
	T54
	
	

	
	2AAL
	
	
	
	
	
	
	S72
	R73
	
	R75
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	W114
	
	F116
	
	
	
	

	1U9D
	1U9D
	P2
	H3
	
	
	R7
	
	
	
	
	
	
	
	
	
	
	N34
	A35
	
	F36
	T37
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	1U9D
	P53
	V55
	E56
	
	
	F60
	
	
	
	R62
	E63
	T66
	
	
	
	
	
	
	A89
	
	V91
	
	
	
	
	
	
	Y100
	
	L102
	
	
	
	F107



	X

	1GYY: G71,Y72, M74

	1CA7: F113

	2FLT: M112,E114, R117

	2AAL: F123, L128,  V129


Notes:  All sites deduced from PDB analysis. Residues in Green background are conserved. Smaller table shows additional residues not covered by the alignment.
