>AAX96128.1 probable dehydrin - rice Os11g0454300
MEHQGQHGHVTSRVDEYGNPVGTGAGHGQMGTAGMGTHGTTGGMGTHGTTGGMGTHGTTGTGGGQFQPMR

EEHKTGGVLQRSGSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGEQQHAMGGTGGAYGQQGHGTGMT

TGTTGAHGTTTTDTGEKKGIMDKIKEKLPGQH
>P12253 rice RAB21

MEHQGQHGHVTSRVDEYGNPVGTGAGHAQMGTAGMGTHGTAGTGRQFQPMREEHKTGGVLQRSGSSSSSS

SEDDGMGGRRKKGIKEKIKEKLPGGNKGEQQHAMGGTGTGTGTGTGTGGAYGQQGHGTGMTTGTTGAHGT

TTTDTGEKKGIMDKIKEKLPGQH

>P22913 rice Dehydrin RAB 16D Os11g0453900
MEYQGQHGGHASSRADEHGNPAVTTGNAPTGMGAGHIQEPAREDKKTDGVLRRSGSSSSSSSSEDDGMGG

RRKKGIKEKIKEKLPGGNKGNNQQQQQEHTTTTTGGAYGPQGHDTKIATGARGGTAATTADAGGEKKGIV

DKIKEKLPGQH

>P22912 rice Dehydrin RAB 16C Os11g0454000
MENYQGQHGYGADRVDVYRNPVAGQYGGGATAPGGGHGVMGMGGHHAGAGGQFQPVKEEHKTGGILHRSG

SSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKANNHQQQQMMGNTGGAYGQQGHAGMTGAGTGTGVHG

AEYGNTGEKKGFMDKIKEKLPGQH

>P22911 rice Dehydrin RAB 16B

MENYQGQHGYGADRVDVYGNPVGAGQYGGGATAPGGGHGAMGMGGHAGAGAGGQFQPAREDRKTGGILHR

SGSSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGNNQQQQQMMGNTGGAYGQQGHAGMTGAGTGVHG

AEYGNAGEKKGFMDKIKEKLPGQH

>NP_917108 rice dehydrin rab25 MAEHATGVYGHPYPRVDQYGNPVPPVDQYGNPVPDEPAPRDTAAGYVAPPDPAVSTGDYGLAGAEAPHPH

ESAVMSGAAAAAVAPGGEAYTRDGGGVVPPAGEKTFAYEGTVSAAGVTGASGQLQPTTREEGHTTLGETL

RRSGKSSSSSSSSSEDDGQGGRRKKKSIKEKIKEKLPGSHKQEEQKQAGHTAPAAGTGTGTGTHAAGKHE

KKGIVEKIKEKLPGHGHH

>AAV49032 rice dehydrin MEDERNTESHQGGEAAEQVEVKDRGLFDNLLGRKKDDQPEEKKHEEELVTGMEKVSVEEPKKEEHHAEGE

KKESLLSKLHRSSSSSSSSSDEEEEVIDDNGEVVKRKKKKGLKEKIKEKLPGHKDHAGEHAPPPAATGFP
APAPPASVVTAAPTPAPAPVVTHGDHHHDTAVPVEKIEGDHAKTEATLPRAPEEEKKGFLDKIKEKLPGG

HKKPEDATAVPPPAASPAAPATTPAPAHPPPATEEVSSPDGKEKKGILGKIMEKLPGYHKGSGEEDKTAA

AATGEHKSSA

>AAT78838 rice dehydrin MAGIIHKIEEKLHMGGGEHKKEDEHKKEGEHHKKDGEHKEGVVEKIKDKITGDHGDGGEHKEKKDKKKKK

EKKHGEEGHHHDGHSSSSSDSD

>P30287 rice RAB25 Os01g0702500
MAEHATGVYGHPYPRVDQYGNPVPPVDQYGNPVPDEPAPRDTAAGYVAPPDPAVSTGDYGLAGAEAPAPA

RERGDERRSRRCRRTRRRGVHARRRRRSSPGRREDVRLRGHGQRRRLTGASGQLQPTTREEGHTTLGETL

RRSGKSSSSSSSSSEDDGQGGRRKKKSIKEKIKEKLPGSHKQEEQKQAGHTAPAAGTGTGTGTHAAGKHE

KKGIVEKIKEKLPGHGHH
>NP_001067843 Os11g0454200 

MDNYQGQHGYGADRVDVYGNPVGAGQYGGGATAPGGGHGAMGMGGHAGAGAGGQFQPAREDHKTGGILHR

SGSSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGNNHQQQQMMGNTGGAYGQQGHAGMTGAGTGVHG

AEYGNAGEKKGFMDKIKEKLPGQH
>gi|115485389|ref|NP_001067838.1| Os11g0451700 MAHFQGQQHGHPAARVDEYGNPVAAGHGITGTQEAGAGGYGAAGNVAQPQHAFGGATDAGGYGRQAGYGA

TGTGTHDAAGYGGSGQPAYGATGTGVHDAGGLMPGHTAGHGTTGTGVHHGAGAGLPAGQTAGYGTTGVTG

AQHGAGGLGTGHTAGYGTTGAHHGAGGLGTRHMAGHGATTTPDTMAYGTTGTGAPHGATAGTGAYPHAGG

QFQPAREEHKTGGILRRSGSSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGGQQQPTATAATGGYGA

GTGHTAAAGTTTDAGGTAYTPTTQPTHEKKGMMEKIKEKLPGGGHH

