>713051 putative transcript

GCTTAAACTCTATCCTTCACTGTCAAAATCGAAATTCATCACTGTTGCTAAAAAAGATGGCTGCCACAAT
AAGAGATGAGCAAGGCAATCCAATTCAACTCACAGATGAATATGGCAACCCGGTTCAGTTAACAGATGAA
CATGGTAACCCTGTACAGATCACTGGCATAGCCACCACCAAACAACCTCCGACGCTTGGCAATGTAAGTA
GTGATCAGGTACCTGGTACTGGACTTTTGTCTAGTACTGCCATGAGCGAAGATGCAACGAAGGGCACTGA
CATTCATGAGACGGGACAGCATGGTGGGTTTGCTGCTGACCAAGGTGGACATAAGAAAGAGGAGCAGGAA
GAGATTTCATCTACTTCAAGCTCTGGCACGTCTGAGGACGATGGGCGAGGAGGGAGAAAAGGGCTGAAGG
AGAAAATAAAGGAGAAATTAACTTGCGGGAAGCACTAGGAAGAGCATGGACAGACCGCTGAGGTACACAC
CACAACCACCGGTCCAGCTGGAGAACAGTACCAGGAACATCAGAAGAAGAGTGTGATGGAAAAAATCAAA
GAGAAGTTGCCTGGCCACCATAGCCATCATTAAAGAAGTCTGCTATGGCAGTCCATTGTTTTGTGGTGTT
AATATGTTATTAGTGATTTCGTGTGGACAGGGTTGGTTGAATTGTGTGTGAATTAGCAGTTAAGGTTAGT
TCTGTAATAATTTTAATAGGCTGTCTGTGTATTATGCATGTAATCATGTTTTGGGTTGCATAAATAGTTT
TCAGTTTGTCCTAGAAAAAATCAAAAAAATATTAAATCTTGATATTAA
>663123 putative transcript

ATATCAAAAACCATTTCAAAGAGAGAAAAAAGAAGAAAGAAATACACAATGGCAGGAATCATGCACAAGA
TTGAGGACACTCTGAACATTGGAGGCAAGAAAGATGAGCGCAAGGGTGAGACACAAGGTGGGTACAACCA
ACAGGATCACAGGGACGGCGCACAAGGTCAGCGCAAGGAAGGGTTTGTTGACCAGATGAAGGACAAGATC
CCGGGGGGAGGCGGTGGCGTGCACAAGGGGGAGACACAAGGTGGGTACAACCACCAAGAGCAAGGTGGGT
ACAACCAACAACAGCACAGGGGCGGCGCACAAGGTGAGCGCAAGGAAGGGTTTGTTGACCAGATGAAGGA
CAAGCTCCCGGGCGGTGGCGGTGGCATGACGCAAGGTGGGTACAACCAACAAGAGCACAGGGGCGGCGCA
CAAGGTGGGTACAACCAACAAGAGCATAGGGGCGACGCACAAGGTGAGCGCAAGGAAGGGTTTGTTGACA
AGATCAAGGGCAAGATACCTGGGGGTGGCGGTGGCAGTGGCGTCCGTGGTGGTGTGGAGGAGGTCGAGGT
CCTGTCTACCAGTGTTGCTGATTATCACTAGAAAAAAAAAAGAAAAAGCTGTACTGTTCAATATTTTGTA
TCTTTGCTTTAAGTGGTGTTGCTAGGCAGGGAAGGACTGTAAACCGAAAATGATATTATAATAAAATAAT
AATTATTATTTACATTAT
>550802 putative transcript
CATCAGTTACAAACGCAAATCACTTGACACAAAAGCTTACTCATTTTACTCTGTCTTTAGTTGTTATATT
TTCTTGCTTAAGTTCGGATTGTGAATTTGATCACTATGGCTGGGGTAAATAAGAGCCACGAGTATGAGAC
CAAGACCAGTGCTGGTGAAGAGAGTGGTGCTACTGAGACCAAGGATCGTGGGTTGTTTGGTTTCATGGGG
AAGAAAAAAGAAGAGGTGCCTGCCACTGAGTATGAAGAGAAAATTCATCGATCAGACAACAGTTATCCTG
GTGACGGGGAGAAGAAACATGAGGATACTACTGTTCCTTCTGACACAGAGACACCCCTTACCCCAGAGAA
GAAGAAGAGTTACTTTGAGCAAGCCAAGGGCATAATACCAGCGTATAAGAAAACTGAAGAGGTTCCTCCT
CTCGAGCTGAAGCTGTTTATCCGACAGGGACACCCCTTACCCCAGAGAAGAAGAAGAAGACACCCCTTGA
CCCCAGAGAAGAAGAAGAGTTACTTTGAGCAAGCCAAGGACATAATACCAGCGTATAAGAAAACTGAAGA
TGGCCCTCCCTCTCCAGCTGAAGCCGCAGTTCATCCCACAGGGACACCCCTTGAACCAGAGAAGAAGAGT
TACTTTGAGCAAGCCAAGGACAGATACCAGCATATAAGAAAACTGAAGAGTCCCCTCCCCGTCCAGCTGA
AGCCGCAGTTCATCCCACAGGAGAAGAAGAGTTTCTTTGAGCAAGCCAAGGAGAGAACACCAGGATTTAA
GAAAACTGAAGAGGTCTCTCCCCGTCCAGCTAAAGCCGCAGCTCATCACACAGAGACACCCTTTGAACCA
GAGAAGAAGAAGAGTTTCTTTGAGCAAGCCAAGGAGAGAATACCATCATATAAGAAAACTGAAGAGGTCA
TCTCAACAGAGACACCCCTTGAACCAGAGGAGAAGAAGGGTTTCTTTGACCAAGCCAAGGAGAGAATACC
AGCACATAAAACTGAAGAGGTCCCTCCCCATCCAGCTCAATCTGCTTCTAATTCATTTTCTCACACAGAG
ACACCCTTTGAACCAGAGGAAAAGAAGGGTTTCCTTGACAAGGTCAAGGAGAAAGATCTAGCACGGAAGA
AAACTGAAGAGAAGAGGGGTTTTCTCAAGGAGAAAGTGCCAACACATAAGAAAACCGAAGAGTTCCCTTT
TCCAGCTAAACCTGCTTATACTGAAGCTGCAGTTTCAAACACAAATACACCCCTTGAACCAGAAGAGAAG
AGGGGTTTACTTGACAAAATCAAGGAGAAAATGCCGGGACATAAAAAAACTGAAGAGGTCCCTCCATCTG
AATTTGATTCTACTGAAAATGTAGTTTCCCATAAAGGAGAGCCTATGGTGAAAAAGGGAATGATGGAGAA
GATCAAGGAGAAGCTTCCTGGGCACCGCCCCCAAATATGAGGAAGCCAAGGCGAAAGAAAAGCATGTTGC
TTCCATGGTGTTGCTTTAATGTGTGGTTTGTTTGGTTATATTCATTATGGTTTTAAACTTCATGTTTTCA
GGATCATTTCCTTTGTTTTGTTATCCTGATTTTTTTTTTAGTAAACTATATATATCAATGAAAAATTATT
TATTTT

>557213 putative transcript
CCTTCACTATCGATATCGAATCTTATCTTACTGTCGCTGTTTTTTAACTTCCTGTTTTTTGGTTAGAAAT
GATAGCTGCTACAATAGTGGATGAGCTGGGTAATCCAATTCAACTCACAGATGAACATGGCAACCCAGTT
AAATTAACAGATGAACATGGTAACCCCGTGCACATCGCTGGCGTAGCCACCACCAAACAACCTCCAACGC
TTGGCGATATAATAAGTACTGATACGGTGCCTGGTACCGGACATTTGTCTAGTACTGCCAGGAGTGAAGA
TGCAATGAAGGGTGGCCTTCGTGAGACGGGTCATCATGGCGAGGTTGCTGGTGATCAGGGGGGACATAAG
AAAGAGGAGCATGACGAGACTTCATCTACTTCAAGCTCTGGCTCGTCTGAGGACGATGGGCAAGGAGGGA
GAAGGAAGAAGAAGAAGGGACTGAAGCAGAAAATAAAGGAGAAATTAACTGGCGGGAAGCACAAGGAAGA
GCATGGACATACTGTTGACGTGCACACCACTACCACAGGTCCGGCTGGAGAACAGTACCAGGAACAGGAG
AAGAAAAGTGTGATCGAAAAAATCAAGGGAAAATTGCCTGGCCACCATAGCCATCATTAAAGCAGCCTGC
ATGTTAGGATGGTCCAGTGTTTTATGGTGTTAATTTGTTGTTTGTGTGGAGGACAGGGATGGTTGAACTG
TGTGGATTAGCTGGTGTGGTTATGAGCTATGTAATAATTTGCCTAGGCTACATGTGTATTAAGCATGTAA
TCATGCTTTAGGTTGCATAATAACAGTGTTAAAATCCCAGTTTGTCCAAGAAAAGTCTCAGATATTCGTA
TA

>694892 putative transcript
CCCAAACCCAAACCCAAACCATCAGTTACAAGCGCAAATCACTCGAAGCAGAAGCTTACTCATTTTAATT
ACTCTGTTGTGATTTTGATCTTTTCTTCATTAGGTTCATATTGTGATTTTGATCAGTATGGCTGAGGAAA
ACAAGAGCCATGAGTATGAGACCAAAGTTGGTGAAGAGAGTGGTGCTGTTGAGACCAAGGATCGCGGGTT
GTTTGATTTCCTGGGGAAGAAAGAAGAAGAGAAGCCTCAAGAGGAGGTGATTGGTACTGAATTTGAAGAG
AAACTTCAGGTTTCTGAACCCGAGACTAAAGTAGAGGAAGAGCACAAGAAAAAAGAGGAAGAGGAGAAGA
AACCTACTCTCTTTGAGAAACTCCATCGATCAGGCAGCAGTTCTTCCAGCTCTTCTAGCGACGAGGAGGA
AGGTGACGATGAAGAGAAAAAGAAGAAGAAGAAGGAAAAGAGGTCATTGAAAGAGAAGATGAAGATATCA
GGAGAGAAAGGAGAGGAGAAGGAACACGAGGATACTAGTGTTCCTGTCGAGGTAGTCCATACAGAGACAC
CCCATGAACCAGAGGATAAGAAGGGTTTCCTTGACAAAATCAAGGAGAAATTGCCAGGACATAAGAAAGC
TGACGAGGTCCCTCCTCCAGCTCCTGAACATGTTTCCCCTGAAGCTGCAGTTTCCCATGAAGGAGATGCC
AAGGAGAAGAAGGGACTACTCGAGAAGATCAAGGAGAAGTTACCTGGGTACCACCCCAAGACTGAAGAAG
AGAAGGAGAAAGAAAAGGAGAGTGCTTCCCAACGGTGATGATGATGCTTG

>713051 last 200 b in transcript

CATTCATGAGACGGGACAGCATGGTGGGTTTGCTGCTGACCAAGGTGGACATAAGAAAGAGGAGCAGGAA

GAGATTTCATCTACTTCAAGCTCTGGCACGTCTGAGGACGATGGGCGAGGAGGGAGAAAAGGGCTGAAGG

AGAAAATAAAGGAGAAATTAACTTGCGGGAAGCACTAG
>663123 last 200 b in transcript

GGGCGGCGCACAAGGTGGGTACAACCAACAAGAGCATAGGGGCGACGCACAAGGTGAGCGCAAGGAAGGGTTTGTTGACAAGATCAAGGGCAAGATACCTGGGGGTGGCGGTGGCAGTGGCGTCCGTGGTGGTGTGGAGGAGGTCGAGGTCCTGTCTACCAGTGTTGCTGATTATCACTAG
>550802 last 200 b in transcript

AGGGGTTTACTTGACAAAATCAAGGAGAAAATGCCGGGACATAAAAAAACTGAAGAGGTCCCTCCATCTGAATTTGATTCTACTGAAAATGTAGTTTCCCATAAAGGAGAGCCTATGGTGAAAAAGGGAATGATGGAGAAGATCAAGGAGAAGCTTCCTGGGCACCGCCCCCAAATATGA
>557213 last 200 b in transcript
CTGAAGCAGAAAATAAAGGAGAAATTAACTGGCGGGAAGCACAAGGAAGAGCATGGACATACTGTTGACGTGCACACCACTACCACAGGTCCGGCTGGAGAACAGTACCAGGAACAGGAGAAGAAAAGTGTGATCGAAAAAATCAAGGGAAAATTGCCTGGCCACCATAGCCATCATTAA
>694892

GCTGACGAGGTCCCTCCTCCAGCTCCTGAACATGTTTCCCCTGAAGCTGCAGTTTCCCATGAAGGAGATGCCAAGGAGAAGAAGGGACTACTCGAGAAGATCAAGGAGAAGTTACCTGGGTACCACCCCAAGACTGAAGAAGAGAAGGAGAAAGAAAAGGAGAGTGCTTCCCAACGGTGA
These 200 b 5’ of the stop codon seqs representing the 5 groups of poplar dehydrins were used in a BLASTn search against the unmasked Poplar genome database using BioEdit. BLOSUM62 with E value set at 1 and then 0.001. The program found matches to self and to other known dehydrin seqs in Poplar genome; no additional dehydrins were found.
