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Introduction 
NCBI BLAST web services offer additional result display options. The updated “Taxonomy reports” view (A) 
provides details of the taxonomic distribution of matches BLAST found. This display, particularly the Organ-
ism Report, directly addresses the question of “ which organisms have matches to the input query?”  
This factsheet describes the structure of the Taxonomy Reports display to help facilitate the usage of this re-
port format.  

Structure of the Taxonomy Reports 
The Taxonomy Reports summarizes BLAST search results by grouping hits by their taxonomic assignment 
and presents grouped hits in three sections: the Lineage Report, the Organism Report, and the Taxonomy 

Report. These sections are 
open by default, but the ex-
ample shown to the left has 
two of them closed (B).  
 
The Lineage and Taxonomy 
Reports sum up the number 
of hits for a given taxonomic 
node and place them in a 
lineage structure. For non-
terminal nodes, this is the 
sum of hits from all included 
terminal nodes. The Lineage 
Report provides the score 
from the top match for each 
terminal node, while the Tax-
onomy Report provides a 
more detailed and interactive 
display without the score.  
 
The Organism Report col-
lects hits from each organ-
ism together in separate sub-
sections, along with the title, 
score, Expect value, and Ac-
cession.  
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The Lineage Report 
The Lineage Report summarizes the BLAST hits by placing organisms with hits in a taxonomic lineage dis-
play along with the number of hits found and the bit score of the top matches for the terminal nodes.   
 
This is the easiest display for seeing all species of organisms represented in the results. The taxonomic level 
is indicated by the indentation in the Organism column (A), with dots as visual aids to allow the level of inden-
tation to be determined quickly. The Blast Name column (B) lists the alias used by BLAST for the group or 
organisms. Entries in these two columns link to relevant entries in the Taxonomy database. The Score col-
umn (C) lists the highest bit score for hits found from that group. The Number of Hits column (D) are the total 
number of hits found for that group, which is the sum of hits from all leaf nodes under that level. The hit num-
bers link to relevant entries in the source database, the Protein database in this case. The text descriptions in 
the Description column (E) are anchored to the relevant subsection in the Organism Report, which shows 
more details on these hits. 

Use page anchors to jump to other 
secƟons 

Use links to see details of 
these hits from this organism 
in the Organism Report 

Close this report by clicking the “‐” sign to 
bring other secƟons to the top  

Lineage level indicated by level of 
indentaƟon with dots provided as 
guide. 

Click a name to get their taxonomic 
details from the Taxonomy database 

Click the number to see these 
sequence records in the 
source database Extra hits removed for 

brevity and clarity 

Background highlight upon mouseover 
facilitates the visual examinaƟon 

Lineage level indicated by level of 
indentaƟon with dots as a visual 
aid 

The number of hits for a non‐leaf node is 
the sum of hits from all leaf nodes below it: 
61 for Glires = sum of hits for all leaf nodes 
within the box 
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The Organism Report 
The Organism Report resembles the Description table of the traditional BLAST results. This is the best report 
for examining all matches for a particular species. 
 It organizes hits by their source organisms, each in their own subsections (A). The subsection titles are 

anchored and linked from Number of Hits column in the other two reports 
 It shows details of the hits by providing their sequence titles (such as in B) 
 It also provides a summary on alignment quality by listing the Score and Expect value (C) 
 The title of each hit links back to the corresponding alignment in the traditional BLAST results page to  

allow re-examination of the alignment details (D) 
 The accessions (E) are linked to the sequence record in the source database 
 
 
 
 
 

Use page anchors to jump to other 
secƟons Toggle close this report by clicking the “‐” 

sign to bring other secƟons to the top  

Click accession to see 
the sequence record in 
its source database 

Mouseover Ɵtle to see toolƟp popup, 
and click the Ɵtle to see alignment in 
the tradiƟonal BLAST result page 

Use the arrows to navigate to different 
subsecƟons within this report 
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The Taxonomy Report 
The Taxonomy Report is very similar to the Lineage Report, but provides an easy way to focus on a particular 
group of organisms. The lineage display is more detailed and interactive, with collapsible, intervening, non-
leaf node subsections making it easy to collapse hits from groups of organisms that are not of interest. It also 
reports the number of organisms with hits for all non-leaf nodes. In this report, the taxonomic level is indicated 
by the indentation in the Taxonomy column (A), with dots as a visual aid so the level of indentation can be 
determined quickly. Each subsection for a specific non-leaf node can be toggled off and on using the “-/+” 
sign (B) and the organism name links to actual records in the Taxonomy database to provide additional de-
tails. The Number of Hits column (C) sums the total number of hits found for that group, which is the sum of 
hits from all leaf nodes under that level, with the number links to the relevant entries in the source database, 
i.e., Protein or Nucleotide database. The text description in the Description column (D) is anchored to the rel-
evant subsection in the Organism Report that shows these hits grouped together with additional details on the 
quality of matches. 

Feedback 
We welcome feedback from our users. Please address them to: blast-help@ncbi.nlm.nih.gov 

Close this report by clicking the “‐” sign to 
bring other secƟons to the top 

Use page anchors to jump to other 
secƟons 

Use these links to see 
details of these hits from 
this organism in the 
Organism Report 

Lineage level is indicated by level of 
indentaƟon with dots as a visual aid 

Click a name to get the 
taxonomic details from the 
Taxonomy database 

Click the number to see these sequence 
records in the source database 

Background highlight upon 
mouseover facilitates the 
visual examinaƟon 

The number of hits for a non‐terminal 
node (with “+/‐” sign) is the sum of hits 
from all leaf nodes below it, and the num‐
ber of organisms is the sum of leaf nodes 
(organisms) under that node 
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