                                                                       *                                                          *

MJ0400     27 TVIVPMDHGVS-41-DVGLIIHLSGGTA-51-YWGMPLIAMM-20-RLGAELGADIVKTSYTGDID--------SFRDVVKGCPAPVV----VAGGPKTNTDEEFLQMIK-11-VGRNIFQ Q57843 

MTH579     19 TVIVPLDHGVS-41-DIGLIIHLSASTG-51-DWGMPLIAMM-20-RAGAELGADIIKTNYTGDPD--------TFRDVVKGCPVPVV----IAGGPKIETEEELLQMVS-11-IGRNIFQ 2621657

AF0108     21 TVIVPMDHGVS-41-DVGLIIHLSASTS-51-EWGMPLLAMM-19-RVGAELGADIIKTNFTGDVE--------SFRRVVDGCPVPVV----VAGGPKMGSDEDILRMVR-11-IGRNIFQ 2650540

aq_1554    20 TIIVPMDHGVS-41-DIGLIVHLSASTD-51-EWQMPLLAMV-20-RVGAELGADIVKVPYTGDPE--------TFKLAIEGSPIPVV----IAGGPKMKSEREVLEMVQ-11-IGRNIFQ 2983924

MJ1585     42 VMLFAGDQKIE-48-KIPYIVKINSKTH-58-KHGLIAIIWS-20-GVAACLGADFVKVNYPKCDNPAE-----RFKEAVLAAGRTGV----LCAGGKSIEPEKFLKQIW-12-TGRNIHQ Q58980 

AF0230     20 TVILPMDHGIT-39-DAALIIHLSASTS-51-DYGIPLLAMM-17-RIGYELGADILKVPYVQ-----------SFEEVVAVCDIPVV----VAGGSKGS-EHEFLKRVE-11-AGRNVFN 2650411

PH0082     23 ALIFAMDHGFE-46-DVGLMIKLTSKTN-53-DLGYPVVQFA-24-RAAAESGADMIKTYWTGSKET-------FAKVVEAAAGVPVL----MSGGAKTDNPLDFLKVVW-11-VGRNIFQ 3256468

YneB       51 TVMLAFDHGYF-39-NRPVVLRASGANS-51-KVGMPTMAVT-17-RIAAEMGAQIIKTYYVEK----------GFERIVAGCPVPIV----IAGGKKLP-EREALEMCW-11-MGRNIFQ P76143 

DhnA       68 LSILPVDQGVE-47-RIPFLVKLNHNET-52-ELGMVTVLWA-25-HLAATIGADIVKQKMAENNGGYK-24-VRYQLANCYMGRAGL----INSGGAAGGETDLSDAVR-14-LGRKAFK P71295 

CT215      67 LSILPVDQGVE-47-KIPFLLKLNHNEL-52-ELGLATVLWC-25-HLGATLGADIVKQKLPTLQGGFK-24-CRYQVLNSYCGKVGL----INSGGPSG-QDDFAEAVK-14-LGRKAFQ 3328623

aq_1390     5 SGKVLFEKANE-58-SIPFALHLDHGKH-39-ALGISVEAEL-24-EFVDRTGIDALAPAIGTAHGAFK-42-GGDIKGAKGVPDEELKKAVELGINKVNTDTDLRLAFI-14-DPRKFLK 2983787

ALF_HELPY   8 ILLKAHKEGYG-55-HIPVALHLDHGTT-39-NAGVSVEAEL-26-QFVKESQVDYLAPAIGTSHGAFK-42-GGDLKGSKGVPFEFLQESVKGGINKVNTDTDLRIAFI-14-DLRKFFS P56109 

ALF1_BACSU  9 MLNTAKEKGYA-57-TVPVAIHLDHGSS-39-FHGVSVEAEL-26-ELVERTGIDCLAPALGSVHGPYK-19-PLVLHGGTGIPTADIKKSISLGTAKINVNTENQISSA-14-DPRKYLG P13243 

ALF2_BACSU  5 SMKELLEDAKR-61-TVPVVLHLDHGSS-39-KHGVSVEAEV-23-RIVKETNIDALAAALGSVHGKYQ-19-PLVLHGASGIPQDQIKKAITLGHAKININTECMVAWT-14-EPRGYLT P42420 

ALF_XANFL   5 SMRQLLDHAAD-59-EIPVVMHQDHGAS-46-AVGVSVEGEL-36-QFVKATQCDALAIAIGTSHGAYK-46-GGDIKETYGVPVEEIQEGIRYGVRKVNIDTDIRLAMT-14-DPRKFMA Q56815 

ALF1_ALCEU  5 SLRQLLDHAGE-59-DIPIVLHQDHGSS-46-AIGVSVEGEL-36-DFVARTGVDALAIAIGTSHGAYK-46-GGDIKETYGVPVEEILRGIKMGVRKVNIDTDIRLAMT-14-DPRKALL Q59100 

ALF_ECOLI  20 VFQVAKENNFA-70-GVPVILHTDHCAK-51-KIGMTLEIEL-32-ELSKISPRFTIAASFGNVHGVYK-29-NFVFHGGSGSTAQEIKDSVSYGVVKMNIDTDTQWATW-32-DPRVWLR 1DOS   

                                     |              |                         |            |                   |                  |            

                                    109            172                       226          264                 284                331           
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